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51 BAELR 3 R B N\ T 5 €0 1 o 20 ORI T3 R R 401 65 7 i 2 9
AR RN ], HARIEE T, R A B R AL G 5 DPV CHv-BAC-G 2[4
AR AR B HEm N, b Al 8 2R Y A RS SR CLEXY . 15, JOE NI E
& H & KA R AL A

P adk B 20 B\ T e £ 4 B 2 IS5 3 R PR R ST 2 HOR I 7 000 T - B SRR AR A T

getatk (BAC) KbIhBETLlE (mini-F) MGE5GE T (EGFP) MR BAKFIIFHA
FIHKIE 162Kb [ iS55 75 H [F 5 2 4% (NCBI Accession NO.JQ647509) FE[RI 41 ) TK X 15,
HLUBE b K B DHLOB Ji5 3K 45 114 BH 1 o g £ DU A J % YL S IR A 4T 4 4t il (DEF) , 9
B AE7ETE E AN DEF b A 4 €4 %¢ % 1 4l B\ T Y 4 A & 419 95 9% % DEV
CHV-BAC-G;

Jit i Aty 3 75 2 B A B DL A0 R SIif

D it 200 v A A0 48 TK R /e 4 [R]E L EGFP 4 (58 KA & . pBeloBAC11
0 DY B8 TC A = B 50 28 1 i1 B 4 P9 105 73 % 7% 4 i pUC18/EGFP-TKAB-BAC1L:

2) L Hy o 2 5 7 4 B kA R 5 DPV DNA JE[RI%5 4 DEF 4ifii, 753 A % A
20 ' 1 B A MY 2 DPV CHV-BAC-G:

3) PCR % 5¢ H 4 35 73 8 DPV CHV-BAC-G 1 DPV J: [ 4 B K fl BAC FEA T BET0
RRIOFrE S

4) REBGAME 1K) DPV CHV-BAC-G, HH AL 2 KtT i DH10B B2 410, Cm
PR G728 BE 4 50 % pBAC-DPV: Jerb, RIS J 2 i 30-50%H i f75 2% il 141

5) $EHL PCR i) i % s IE i (1) pBAC-DPV Jiikii, #£4: DEF 4ifig, R G4E
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DPV CHv 4 3[R 41 i B e v 7o e

Fey S 40 ] N T et s A O 5 3 PR T & BT S0 B

TKAF: 5°-3’, GAATTCATGCTTGCCATCATAACCGTATTCTC, % F 4t SEQ
ID NO.2 FfiiR:
TKAR: 5°-3°, TCTAGAATAACTTCGTATAATGTATGCTATACGAAGTTATCAC

CTCGAGCTTTTCTTTCCTGTG, #ZHERF % SEQ ID NO.3 fii/R;

TKBF: 5°-3°,

GCATGCACATAGCAACAACTGACGCAAAAGC, Mt F7Iun S

EQ ID NO.4 Fi7r;

TKBR: 5’-3°,

AAGCTTTCCCAGAAAGCTCGCCTAGGTCCTC, M M)FFin SE

Q ID NO.5 F7R;

EGFPF: 5°-3°,

TCTAGATAGTTATTAATAGTAATCAATTACG, iFfR)¥7Itn SE

Q ID NO.6 fi7R;

EGFPR: 5’-3°, GTCGACATGCAGTGAAAAAAATGCT, EiFERF It SEQ ID
NO.7 Fi7;

SOpBF: 5°-3’, ATTCGTTAATTGCGCGCGTAGG, #%Fi#&HF 441 SEQ ID NO.8 fit
Pt

sopBR: 5°-3’, GAATATTCAGGCCAGTTATGCT, ## ¢4 SEQ ID NO.9 fit
P

repAF: 5°-3’, CATGGCGGAAACAGCGGTTATC, /¥4I SEQ ID NO.10

repAR: 5°-3’, ATGTATGAGAGGCGCATTGGAG, KiFRF44 SEQ ID NO.11

TKF: 5°-3°, CGCGGATCCCACTGAATGTCACTGC, #FH ¥ SEQ ID NO.
12 i,

TKR: 5°-3°, CGCGGATCCCACTGAATGTCACTGC, KT 2/F414n SEQ ID NO.13

) ,,,,{ﬁ%iﬁl}‘]: Fh (B0 Rk, b




