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AK100572 2211 bp mRNA linear  PLN 04-DEC-2008
Oryza sativa Japonica Group cDNA clone:]J023105E01, full insert
sequence.

AK100572

AK100572. 1

FLI _CDNA; CAP trapper

Oryza sativa Japonica Group (Japanese rice)

Oryza sativa Japonica Group

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; BOP
clade; Oryzoideae; Oryzeae; Oryzinae; Oryza; Oryza sativa
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This clone is one of the 28K full-length c¢DNA clones from japonica
rice.
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FEATURES Location/Qualifiers
source 1..2211
/organism="0ryza sativa Japonica Group”
/mol_type="mRNA”
/cultivar="Nipponbare”
/db_xref="taxon:39947"
/clone="J023105E01"
CDS 67..2052
/note="unnamed protein product; (RAP Annotation release2)
Protein of unknown function DUF726 family protein;
(Rice Genome Annotation Project) expressed protein;
mapping to RO3-TIGRv4S1-000040R (Chr.3: short arm=699457,
long arm=703569, direction=reverse) for TIGR Pseudomol
verd”
/codon_start=1
/protein_id="BAG94661. 1"
/translation="MATTLTPTQRYAAGALLALALRQAQTHQSVLLGAHHHHDDDDEE
QGRTSTSSGGGGGSSSSSSNSGAGADADLWTHDSHGLLRPVFRFLEIDPKAWSGLEET
AASSEAKHHIGAFLRITFEEDGESSSDRSVQELALAKGVDVMVMSLGNDSEVGNTIKG
GDQDALPSSSGTDKSPGESSHDDQLGINKLTLDDIPANNHRKMALLFALLSACVADKP
VSQEEEDRKSTRFRKGYDARHRVALRLLSTWLDVKWIKMEATEVMVACSAMAAAKEQE
QSQESASPKSKWEKWKRGGITGAAALTGGALLATITGGLAAPATAAGFGALAPTLGTLV
PVIGASGFAAMATAAGSVAGSVAVAASFGAAGAGLTGSKMARRIGSVKEFEFKPIGEN
HNQGRLAVGILISGFAFDEDDFCRPWEGWQDNLERYILQWESKHITAVSTAIQDWLTS
RLAMELMKQGAMRTVLSGLLAAFAWPATLLAATDFIDSKWSVAIDRSDKAGKMLAEVL
LKGLQGNRPVTLIGFSLGARVIFKCLQELALSSDNEGLVERVVLLGAPVSVKGERWEA
ARKMVAGRFVNVYSTDDWILGVTFRASLLTQGLAGIQAIDVPGVENVDVTELVDGHSS
YLSAAQQILEHLELNTYYPVFVPLSAANEETDGTVAQ”

ORIGIN

—

gagccgagge gaccaaccca agggtaggece taggcgtaaa ccctgcacct gaatcgatceg

61 ccggegatgg ccacgacget gacgecgacg cagegetacg cggeggggge getgetggeg
121 ctcgegetee gecaggecca gatccaccag tcegtectee tcggegecca ccaccaccac
181 gacgacgacg acgaggaaca ggggcgeacc agcaccagca gcggeggegg cggeggeage
241 tcctecteet ccteccaacte cggegecgge gecgacgeeg acctetggac acacgactece
301 cacggcctee tccgeccegt cttcaggtte ctggagatcg atcccaagge gtggteggeg
361 ctggaggaga cggeggegte gteccgaggece aagcatcaca tcggegegtt tctaaggata
421 atattcgaag aagatggcga aagctcctca gacagatccg ttcaggagcet tgecttggea
481 aaaggagttg atgtgatggt aatgagtttg ggcaatgaca gtgaagtggg taacacaatt
541 aaaggtgggg atcaagatgc tttgcctage agectctggaa cagataaatc cccaggggaa
601 agctctcatg atgaccagtt aggaatcaat aaattgacct tagatgatat tcctgctaac
661 aatcaccgga agatggcatt gctgtttget cttectctegg cttgtgttge tgataaacct
721 gtatcacaag aggaagagga cagaaaatca acccgcttca gaaagggtta tgatgetcegg
781 catcgtgttg ctcttegget getatctaca tggettgatg tgaagtggat caaaatggaa
841 gcaattgagg ttatggttge atgctctgec atggcagcag cgaaagaaca agaacaatca
901 caagaaagcg catcacccaa aagtaaatgg gaaaaatgga agcgtggagg aataattggt
961 gcagctgett tgactggagg agcactgttg gectattactg ggggtttage tgctccagea
1021 attgctgcag ggtttggtge tcttgetcca accctgggea cacttgteece tgttatagga
1081 gctagcggat ttgetgetat ggetaccget gecaggatctg ttgetggete tgtggeagtt
1141 gctgcatcat ttggagctge tggagetgge ttgacgggga gcaaaatgge cagaagaatt
1201 gggagcgtga aagaatttga gttcaaacct attggtgaaa accataatca gggtcggett
1261 gcagttggca tcttaatttc cggatttget tttgatgagg atgacttttg tagaccttgg
1321 gaaggatggc aggataacct agagaggtac atccttcaat gggagtctaa gcatataatt
1381 gcagtgagta cagcaataca ggattggctg acatcaagac ttgctatgga attgatgaag
1441 caaggtgcaa tgagaaccgt attaagtggt cttcttgecag catttgcatg gccagectaca
1501 ctgcttgegg ctacagactt tattgatagt aaatggtctg ttgctattga cagatcagat
1561 aaggcaggaa aaatgcttgc tgaagtgctt ctcaagggat tgcaaggaaa taggcctgtg
1621 actctcattg ggttttcact aggtgcacgt gttatattta agtgtttaca ggaacttgct
1681 ttatcgagtg ataatgaggg acttgttgag agggtggtte ttcttggtge tccagtttet
1741 gtgaaaggcg agcggtggga ggetgcaagg aagatggttg ctggaagatt tgtgaatgtg
1801 tactccacag atgactggat tcttggtgtt acttttcgtg cgagtctget aacacaaggg
1861 ttggctggea tccaggecat tgatgtcect ggtgttgaaa atgtcgatgt tacggagett
1921 gtcgatggece attcgtctta cctgtcggea gecacaacaga tactggagca tcttgaacta
1981 aatacctact atccggtttt tgttcccctg agcgcageca acgaagaaac agatggaaca
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2041 gttgcacagt aacgtgtggg caggattcga tgaaaatcgt atgtagacaa ccaaatgtaa
2101 cagactatat atacaaccaa atgtaacaga ctaactcgtt caaactgtaa accagtctca
2161 gcctgaggeg aatgtgtetg gttggtgagg cttgetgttt ctggecegtge ¢
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