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Study on relationship between phenotype and virulence of Helicobacter pylori

CHEN Yuli WEI Hongyu TANG Huaying ZHAO Lijuan ZENG Yi*
( Department of Microbiology and Immunology Youjiang Medical University for Nationalities Baise 533000 China)

[Abstract] Objective To clarify relationship between the phenotype and virulence of Helicobacter pylori and to grasp the
biological characteristics of Helicobacter pylori so as to provide experimental evidence for the clinical understanding of the
virulence of Helicobacter pylori and the prevention and treatment of it by detoxification. Methods Metronidazole medium
containing suitable concentration was prepared.The concentration of metronidazole in the culture medium was 0 wg/ml 2 pg/
ml 4 pg/ml 8 pg/ml 16 pg/ml 32 pg/ml by double dilution method and they were respectively used to culture Helicobact—
er pylori.The morphology of Helicobacter pylori was induced to be spherical. And then the morphological changes of Helico—
bacter pylori at different concentrations of antibiotics were observed under Gram staining microscope at 12 h 24 h and 48 h.
In addition the expression of cytotoxin associated gene( CagA) and vacuolating cytotoxin gene A( VacA) under different mor—
phology were detected by real time PCR.Results The morphology of Helicobacter pylori did not change when culturing for
12 h while some Helicobacter pylori changed from spiral to short rod under concentrations of 16 g/ml and 32 g/ml when cul-
turing for 24 h.When culturing for 48 h almost all of the Helicobacter pylori became globular at the concentration of 16 pg/
ml and 32 pg/ml but no morphological changes were found in other concentrations of antibiotics. Furthermore the expression
of CagA and VacA genes in Helicobacter pylori decreased during globular change.Conclusion The phenotype of Helicobact—
er pylori is closely related to its virulence. Antibiotics can induce morphological changes of Helicobacter pylori and decrease

the virulence of the globular Helicobacter pylori.
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