A
— PR BB S

BRI

[0001] AKRHIS e —Fid=wn, FARDS M—Mor el dem, Fodlid M S Sl ik A5
{ShEE S

BRER

[0002] EFEEVENTREE GRS, WA =T2HM RIS, HAMEAI AR
b, Bl GBS AR AT, A SRR A — AR 2 2 A, e &
s A B R o B R B EE A M o (E A Rt S i ot ST AR R B 3%
AEWAEINTGRAER, AMEEEN 5 T A 250 AT S A B s 3

[0003]  H I[85 A P B s (1) B R AR ISR A 1, R S IR FR A, 5380k
o BRI T, ARk, AR TR KGR R O, A AT B — e R
KT BB S AR G, 7SRRI B AR . Bs T A = %
SRR A L B BT A T R AR R I BOARMER . SR % Gt 5 iml i AR S5 S0 5 7k
SRR ISR T, Sl A5 R R S R A ik B o AT TR,
S R ST R S5 B AN, BT S B B K SRS Y E ok T e A T
SREIN s A R X .

RIANE

[0004] A% H TR0k S 2l Ik AR B A s B tm NI Lactobacillus sp. Z—1.
[0005] JiTik—Fk S B BB AL DT B 5 B b by P SRV LI B Lactobacillus sp. Z—1,
FE PRI, WY REDE, Kitta, RIDCHEME, BEMN), e, 2T 2020 4 7
H 20 BT AR E A B RO E R Ly, ok Jb IR AR DA 1 56, HB
Zi: 100101, PRgHODEICAMER S : CGMCC No. 20399,

[0006] JITiR—PkS B BB AL TR B 5 B b by P SUMIRIN LI B Lactobacillus sp. Z—1,
e PNk AR T lg v, A4S D-2, FRIHIKEIS, BERERAED:, BEASY,
A BRI

[0007] Jirik—PRS B BB AL B B 5 BB P B Lactobacillus sp. Z—1, FePp TR
R KR 60 —7° i, 7SS, WE 714 K, B, R4S SIORIIER.
[0008] A& BIHEIA R Z—1 AL 21 DNA FHDACABIECR i FH 5149 27F #1 1492R 314
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i B A

16S tDNA, W4 =Yyl , FH7E NCBI iS4, H MEGA-X -4 3t A5
KEN,
[0009] Frikh—hk S 2 & ik AR T 75 S

Lactobacillus

B

FLAF

B

sp.Z—1 1 16S rDNA F vl ¥
TCGCCCTTGAGAGTTTGATCCTGGCTCAGGATGAACGCTGGCGGTGTGCCTAATAC
ATGCAAGTCGCGCG
CACTCCCGTAGATGATTTTGATGCTCTGCATCAAATGATTCTACATTCGAGTGAGCG
GCGGATGGGTGAG
TAACACGTGGGTAACTTGCCCTTGAGTCTGGGATAGCATCTGGAAACGGATGATAAT
ACCGGATAACAAC
TGAAACCACATGGTTTCAGTTTGAAAGGCGCGTTTGCGTCGCTCTTGGAGGGACCC
GCGGTCCATTAGTT
AGTTGGTAAGATAAAGGCCTACCAAGACGATGATGGATAGCCGAACTGAGAGGTTAA
TCGGCCACATTGG
AACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTTCACAAT
GGGCGAAAGCCTGA
TGAAGCAACACCGCGTGAATGAAGAAGGGTTTCGGCTCGTAAAATTCTGTTGCTAGA
GAAGAACGTACCA
AGTAGGAAATGGCTTGGTAGTGACGGTATCTGGTTAGAAAGTCACGGCTAACTACGT
GCCAGCAGCCGCG
GTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGG
CGGTTGTTTAAGTC
CGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATTGGAAACTGAGCGACTTGAG
TACAGAAGAGGAC
AGTAGAACACCATGTGTAGCGGTGAAATGCGTAGATATATGGTAGAATACCAGTGGC
GAAAGCGGCTGTC
TGGTCTGTCACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATAC
CCTGGTAGTCCATG
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i B A

CTGTAAACGTTGAGTGCTAGGTGTTAGAGGATTTCCGTCCTTTAGTGCCGAAGTTAA
CACATTAAGCACT
CCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGACCCGC
ACAAGTGGTGGAGC
ATGTGGTTTAATTCGATGCTACGCGAAGAACCTTACCAGGCCTTGACATACTTCTGT
TAGGCTAAGAGAT
TAGCTGTTCCCTTCGGGGACAGATCTACAGGTGGTGCATGGTCGTCGTCAGCTCGT
GTCGTGAGATGTTG
GGTCAAGTCCCGCAACGAGCACAACCCTTGTGACTAGTTGCCAGCATTCAGTTGGG
CACTCTAGTCAGAC
TGCCGGTGATAAACCGGAGGAAGGTGAGGATGACGTCTGATCATCATGCCCCTTAT
GGCCTGGGCTACAC
ACGTGCTACAATGGACAGTACAATGGGTTGCGAAACCGCGAGGTCAAGCTAATCCC
ATAAAGCTGTTCTC
AGTTCGGACTGCAGTCTGCAACTCGACTGCACGAAGCTGGAATCACTAGTAATCGT
GGATCAGCATGCCA
CGGTGAATACGTTCCCGGGTCTTGTACATACCGCCCGTCACACCATGAGAGTCCGT
AACACCCAAAGATA
GTGCGGCAACCTCTTTTGAGGAGCCAGCTATCTAAGGTGGGACGAATGATTAGGGT
GAAGTCGTAACAAG
GTAGCCGTAAAGGGCGACACGCGAATTCGATATCAAGCTTCAGGTCTGCAGTCAATA
CGA
it T . R
[0010] & 1 ;&3 AT Lactobacillussp. Z—1 W I IESMBRUE AR,
[0011] 2 7’9?“‘? Lactobacillus sp. Z—1 MR KB,
SEHEST T
[0012] DA NS i et SR DN A R W —22 i
[0013] Sfitfd] 1: RS B
[0014] (1) Jikap ElEAEmE B PU) SRR, FEMgRS D-2, RIMHIKETINR, B AR
3
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UL EIE

o, B S, AWK, AR RS Bk R =T N B TR

[0014] (2) HU 150 mL HEJEIH, Perefm N 50 mL 2R MRS B5752E, JRIEE T, 121°CEii
KB 20min, FHARBEHESRG, OB TI/EGHMIE GHER B IAR, W1 pH % 3.5,
I 1 mL 28 FTAFERES,, N 50 mL 3R MRS F575 551 150 mL #EEA, 33°C Mg e ks 75
3d; HUFERAT TR MRS BARSRICTAR I, BT PR 33°Chise—HiE, JER IR AT
W , 2R B el SREIL0 21 320 21 B T S il KR 60 —7
o G, ITEIMRE, BirR 714 K, WK, RAIAE SRS .

[0015] SHtafd] 2: WTRIbE 2—1 JEAT%0E

(1) Rt o A

AR BRIBC AR EIOTRTR A TSR BE . SRR B, Bl FWAEG, T
W, Bikes SMCARSIN: AR TR Somin, AR AL 3% H0, 1
TR AT AR AR o QA= ki S b SR

[0016] (2) FHIEA . WD HIEAWNE KA A S E

PR BRI MRI R VR TE AL, W24 R R a, 2R ERIE, K, RmCHEHE,
DGR, R, FERAR A, TR DAEINED NSRRI AU IRIESHHE, W
REERE 1b, HAIMIEAS AR, Fsge b, o S A e,

[0017] (3) 16S rDNA JTA 53 T4 E

SEBOZ IR AL DNA FFPAHABARCR FHi ] 27F, 1492R 5|58 48 16S rDNA J7EL, HHAE
NCBI _F#EBEABE 741, H MEGA-X tHH P I 2 gt Ui, MERGEEM, &
W 25 K 168 rDNA 7255 5 5L b e SR TR LN, HEA5 GBSV E A (AR
br, 2Bk Z2—1 508 IR Lactobacillus sp.o

[0018] LA_F ISR AR B 90t 7y B TR, RN ACR B YE FE 3k TR E
ST ARGURIE RN GRS, AT FR it B ATt sk e, (A X L Sud s T )
FS2TE NAR R R (R RUR B SR A E 1) R AP L
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