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L 21 % 00 0k 5 2 JB 995 B (1) — TSN 98 06 PCR 5 [0 FIEREL , SLARIELE T, Bk 5 |40
J¥% SEQ ID NO :1 42 SEQ ID NO :2 7w, Fri&¥REr 4741 SEQ 1D NO :3 42 SEQ ID NO :5 fit
7No

2. ARHEACRIELR 1 BT Ia (1) 46 51 e 2 Je8 995 753 1) = FE SICBF 5% 9% PCR 5 [0 R, JLARAIE
7ET FTIR T4 SEQ 1D NO 3 A S50 VA RSk A B MR 25 R AR B R B MR s 5 3 28
MRELYTHE (7Om ) MR TE PR SR 755 KBTI 75 L U AT P I 2% By SR AL I 55  BR
P 7955 75 AR B2 75 (O ERET, HF H 57 ditbeic FAM 96 &5 5641, 37 sidnic BHQL {4 K 3
;

FITI& )P %1 SEQ 1D NO 4 Sy %851 K 11 R Ay 25 L 45 FA 05 e A FLAE AU 55 6 RO IRED S IF
H 5" ¥ihric HEX 28t k41, 3" ighsic BHQL VK IEH]

FTi&) 7% SEQ 1D NO :5 g % 5B I £ B AL 52 I ERER, R H 57 sihsid CY5 9%
JeH A AR, 3" ddRid BHQ3 K KEH] .

3. WIBURIZELSR 1 81 2 Prad 1 %6 50 ek 9 2 J8 i B 1 — TSI 9 ' PCR 5 | W AR 1 1l 4%
S MR 95 i R 9 B IR SIS I 9 PCR A& N A

4, — T S S e B 0 B ) = SN U PCR &, HUARAEAE T, FAFR LU N 4y

(1) DNA $EHAHA 5

(2) PCR e iy A& 1412 SEQ 1D NO:1 % SEQ ID NO =2 7 (i 1 % il ek s 75 )
TR S 1Y, tn)F313 SEQ ID NO :3 & SEQ ID NO :5 Fr /s IHR4E!

(3) Taq DNA AT

(4) TEBAAEIK

(5) BIPEXTHE 5

(6) BHPEXT .

5. AMRFEAURI LR 4 BT 1 % S0 ek 5 B3 a8 0 25 1) — FE SN 96 ' PCR AR T &, A4S MEAE T,
FTid 741 SEQ 1D NO =3 k% VA PEER AR S TR 25« vh AR B R0 5 MRS B 3 70 L&
TTUE (/U ) WORER 7 PR SCIE S 5 KB RE N0 75 AL A T I 4 A0 2% B SR i 95 2 R il
0I5 B AR B 25 IER4EE, JF HL 57 ImbRic FAM 28GR & 3L, 37 IibRic BHQL ¥ K KM

FITi&JF 51 SEQ 1D NO 4 S %510 K 11 R Ay 25 L 45 A0 B R FLAE F 25 6 2L (R ED , IF
H. 5" ¥igksic HEX 265641, 37 ufidnic BHQL ¥ K IEH] ;

Fri&)¥ %1 SEQ 1D NO :5 g S 5B A B AL 2 I ERER, IR HL 57 dihsid CY5 %2
A AR, 3" ddRid BHQ3 VK KL .

6. ARIEAUFIELSK 4 BT (16 4 591 ek 25 a8 93 753 1) — TSI 98 PCRAR S &, FLRREAE T,
Jirik PCR [ Ny B0 5 2% i« MgC1, A1 dNTP,

7. — o S e B 0 B = T SN S PCR AN 5 v, TR AL E

(1) FH DNA $E R [7) B2 HH A 06T FE S Bk 0 B DA R AR A A v FR % T2 DNA 4524 PCR
R MAAR 5

(2) FEAT PCR SV ;

(3) & RHE
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— MRS R RS =FEXR S PCR 314 ERETHN

RF=E

ARG
[0001] AT W Ko — b 365 ek 53 g 0 5 1) = FL SN 5 PCR 5 1) IR BE A7) &, T
[ IR 13 Fflelid 5 Ji i 5 » Je T S0 A 13 A0k o

HEREA

[0002]  JEAEK, FHULREE B R0 25 8 5 RS 1R 0 28 L WA SR ICA T 2 ¥y e o i A A 3K, I
Fe VP2 M R G BGL 9, HIURIE I (1 L8 AE T % =ik 100%, 47K = b i T
HORBIGETHR o LENEYH T YN BRI A6 5 PN e 58 9 S B DX M 1 AR A= A7 B A FE LA
MACT e 381 3 2 21 1 Ak B R v B, I BB Ak SR S DA A2 (OTE) #ile A
IR I K A S s 2 — o

[0003] ik 75 JB JB T~ WL R0 75 B, A AR e nlA 4 IS 1) — TR i B RL 1, i B AR
150 ~ 170nm, JE PR 21 2 B — 2R 0% DNA, 42K 150 ~ 170kb, GC 51828 49% ~ 55%, 7
i A% Al s R AR RE S . HL i BR A 5e i A (major capsid protein, MCP) (3%
AR ERRL T Z IR 40 ~ 45% , HA S B PRy, MR A R AR e 1, 2 FE IR R U6 ik
65. 9% , s WLRA s B MEAL R 43 S8 10 B4R 3, i LUAS R BRI Y MCP ) [R) 0 1 22 S 0047 ek g
BB R RN X 0 1% AR

(00041 FH T 2 08 25 () SE DR 3 S ARALPE IS 9096 DAL, By LAV VHRE 7 (140 5 | 0 R 6
TR RS e 7 SR S T AR OB . AT, WF T AT AL T MR A 1 e SN 9
PCR BRI 55 PR S80S 2 (tiger frog virus, TFV) I8 PCR 73, K K EE &I 720
# (Largemouth bass virus, LMBV) [JXUEE PCR £l Jy v LA S K BHUT #2952 ADIV (Andrias
davidiamus iridovirus) TagMan SZI %6 6 %€ & PCR BRI Jy v, iR 5y, T 6 — K
MIREAS, B 22 RE S RN X 43 2 Fiek s 23 J8 o B, 10 AN & WA 28— GRS 1 BeR s B3 8 i B 1) =
HLSZIN 5 PCR J732%, % T [Al— AN AR, AT [R]ISF 56 A R0 IX J3 13 ek 53 Je8 o B, FRAIG T
LI A, 548 T AR I B TR, ST T e A R A R A ) 5 (5 5 1% v B R  ME AR
A R R

EZHRAR

[0005] AR BHE H AR T3 A —Fh 74 L PR o 5 B0 AR S AR v 30 1) 6 it e 5 e o 5 1)
SIS PCR 514 REF R T G T VA I 7 B i B SRR P R &, Bl
P, VREARR I 5 R AR ey ARSI v

[0006] Ok TakE| b HIP, ARBERHALLTFHEATE -

[0007] A W (it — 2 6 o) 0ek o B3 8 o B 1) — E SIS 2O PCR 51 A 4L, o, %
F—xt @54, IEm 54 h 5 -ATGGTGCARAACGTCA-3'  (SEQ ID NO:1), [ 5|4H
5 —GCTCCAKSACSGTGTT-3" (SEQ ID NO :2).

[0008]  PiREREUI T Prow -
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[0009]  #%F 1:5" —~CTTCCGTCGGCTCCAATTACACC-3' (SEQ ID NO :3)

[0010]1  #4} 2 :5" —CCAACAACAGGAGTGACGCAAGTG-3" (SEQ ID NO :4)

[0011] #4113 :5’ —-CTGTGGGTTCAAATTATACGTGTGT-3’ (SEQ ID NO :5)

[0012]  FL+fr, fridk J3* 41 SEQ ID NO =3 Jy 25 ) v ¥ & 7 ik T %2 993 75 RGV (Rana grylio
virus) . 1 & E 0T 2 i 55 STIV(Soft—-shelled Turtle iridovirus). %[ ¥ %5 &5 3
FV3 (frog virus3). iffi &0 VT W& ( 7 & ) U1 % %% % BIV(Limnodynastes ornatus or
bohel iridovirus). R4t TFV (tiger frog virus) . KR ET 95 ADIV (Andrias
davidiamus iridovirus) . ¥AT 11 28 B PR 6 GE % 75 EHNV (Epizootie hematopoietie
necrosis virus). KK ¥ fll £ % £ ECV (European catfish iridovirus) Al KK fi& i 2%
ESV (European sheetfish iridovirus) J3R%El, 3 H 5’ dbnic FAM 26 &5 3L A, 37 ikn
ic BHQL ¥ K

[0013] i1 SEQ 1D NO :4 Jy % 51 K I B 455 2 LMBV (Largemouth bass virus) .
24 J= 44 % 75 DFV (doctor fish virus) FH 4L 48 1 %5 75 6 %Y GV6 (guppy virus6) FJER %l
JFH 5" ImARid HEX 26k i 2 41, 37 Sm bR id BHQL ¥ K & [ sLMBV. DFV Al GV6 ZEHK Ny
SCRV (Santee—Cooper ranavirus) .

[0014]  Prid 3741 SEQ ID NO :5 4 %58 A B MRS 75 SGIV (Singapore grouper
iridovirus) MIHRER, JEH 57 diphric CY5 2GS 2L, 37 dihsic BHQ3 ¥ K FEH .

[0015]  FRATTIRH TagMan 5%t PCR kS sz A g 37 7 46 ) ek s 75 Jg J 5 1 — L SIZINF 52 1 PCR
D58 W N AR AEIEAT T A4, JEr B dE 5 TR RO T , Mg™ ¥R BE LAk, 5 1A
Rk AL, 23 20 LU A&

[0016] %5535 73 8 Jd B ) — B S 9 ) PCR ARFA &, (i PA N o2 -

[0017] 1) DNA $IBUAFA] AT LA I IAT B 250 A S BORF, a] LUR ] R A i £
B, A & WA 1) DNA $2 BGRGRIE B AR AR TR A+

[0018]  2)PCR N, % 1 M Ak it PCR S ML ) o

[0019] 3K 1PCR J Ny AL Ty

[0020]
415y 2R
10X recreation buffer 1Xrecreation buffer
26mM MgCl, 3. OmM
10mM dNTP 0. 2mM
Emf 514 0.8uM
B I 5149 0.8uM
B 1 0.25uM
7L 2 0.25uM
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BEF 3 0.25uM

[0021]  10Xrecreation buffer,25mM MgCl, J&J-F- Promega 23] ;10mM dNTP g H 4= T.4E
YT (B RIA AR, SIS ZBFe A LAY TR ( Bilg) RIEHRARS
Ji o

[0022]  3)Taq DNA B4 50U/ u L, 4 [ Promega /A .

[0023]  4) TCHEXFE/K JH B RKPTIRZEME, 43 Millipore MILLI-Q PF PLUS 4li/K{% 4k
1k, BCHCHLBHZE = 18. OM Q. em 7K, 151 bf/in2 (1. 034X 10°Pa) 1 s 2V K 15 20 5h
[0024]  5) BHMHGEIR TR R K .

[0025]  6) BHMEXTRE « JCOE R0 BT IR

[0026]  —Fofr 6 I 0k 95 7 JeB 9 B 1) — T SN 96 0 PCR A U7 v, HOP IR E -

[0027] 1) FH DNA $EHCR 5] [F] A B GRS H 140 B P 6 B B e ot B DR AR A A o (1) 4%
1% DNA 1 & PCR K AR

[0028]  2)PCR R W AKRACE AN LR R 1 Fh ) 9¢ 6 58 7 PCR [ Wi sTaq DNA ZE ATl
2. 5U s #5101 L s F TG B AU KA AR AR AR 25 1 L

[0029]  3)PCR ¥ IS4 ik 'E -

[0030]  FAIT4FXF Roche Light Cyclerd80 1175 PCR &AL, S H0tn K 46— BB -
94°C /3min ;45 P :94°C /15s,54°C /15s,60°C /30s,40 MEEF, 60°C LA WS
[00311  4) s hnift  JIPEXNT TG Ct (B JF HIGH 8% M 26 s BH X R Ct << 30. 0, H I8t
TR “S” T h 2 o B 6 FERA SH P2k 08 R AR A AN T A DL B4, MBI S BRRR A TE 3K
[0032]  5) &5 R f) A i€ - £E FAM 3 38 N %< Ot PCR 9 15 b 2 &2 it Y g «“S” A il 46 H.
Ct << 30. 0, AWk RGV. STIV. FV3, BIV. TFV. ADIV. EHNV. ECV F1 ESV 5 7% 1 ity 3 —7Fh 4y BH
PE, Wil 2, HAARSE e 2R T @k PCR 8B V)45 7 v AT 80— P % e s 7E HEX & P 9¢ % PCR
3 i 2 R« SR i £k HL Ct << 30. 0, AW A LMBV.DFV 1 GV6 %3 25 Hh A —Fh o BHE,
WiEl 3, RS e B nr it PCR Sl D) 55 7 v AT 1 — D % e S 7E CY5 lliE PN 986 PCR 4™
B h &k s g «S” Rt 2 H Ct << 30. 0, AW A SGIV i g PH I, W&l 4 o g7y «“S” 4
Py ni Ct > 30. 0 JIWr A v 55 JE i mE

[0033] A HHHAR G R A = FE9¢ 6 PCR BoA, Beih T 3 P R4, 2B A — N AA &
SR S5 13 PRI B R R . I AR B K oligo6 MR AT, KK
TS 1 FIERETE NCBI (1) GenBank HigEAT Blast HUsf, &0l 5 [0 FIERES B4 ek

[0034]  FATTK I =HEHGE f PCR EUARZAE Rl — RONVAR R F R I 3 AR 2GR
WCIIERED CEFRTEEREDN 1 HEREFFRIC FAM, £ XS RE DN 2 (OFREFFRIC HEX, £SR3 1)
PREFFRIL CY5) o PCR ML FE AT, F e A A A B B[R] 1, WUIAc FAM IIERER 7 AR 28O0 ME
T PRI RE AL S AL DN 2, AR HEX POERET = AR 9O 5 5 s B AR A AL 5 B 2L A 3,
MIFRIE CYS HIEREL F= AR 9 A5 5 o I LA, [Al—8 OV rT e 3 Pt L (1 2018 3.1 4)
SEILT v 0 RS () AR 1, A T I A R R S (ARSI v v — A RO A
— I B ) 1) Ao X I A A A FE R 7K AR 8 3 e 25 e o 5 1) M 4 v B A A R IR Y

VN

HI 5% o
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B &5 AR

[0035] 1 RN RN R AT ;

[0036] 2 f& FV3 S8R 11 = H9¢ )6 PCR § 14 i 26 14
[0037] 3 J& LMBV 3 85 (1) = HE % PCR 419 Hh 26 14
[0038] 4 & SGIV JR 85 [ —H %' PCR 438 i £k ]
[0039] 5 5& FV3 M 8 1 R BRI 45 2R

[0040] 6 = LMBV 753 25 1 R AL il g 45 2R

[0041] 7 5% SGIV Jpi 25 1 R R ik g 45 2R

[0042] 8 5 FV3 Wi mg e e ik I 45 1

[0043] 9 & LMBV Jod % I RE S PR ke 45 2

[0044] 10 /& SGIV Ji 5 47 s M Ie 45 2R

BAXiEA N

[0045]  sEjitfy] 1 : =F9¢ PCR Tagman #REFFIG 4 ) vt

[0046]  H##E Genbank " & [ RGV.STIV.FV3.BIV.TFV.ADIV.EHNV.ECV.ESV.SCRV (LMBV.
DRV, GV6) F SGIV fy MCP 2 R 57 X 3, I ] DNAMAN #44:-33847 % 5 E X6k 43 #7, I 011go6
AT RS 51 13 Pl dps 23 )8 % 75 11 Tagqman FREFAS 4, 235 F FAM. HEX A CY5 2%
A5 bR 6 i, VR KT BHQL AT BHQ3 Awid. Bk Bk,

[0047]  SIMRIEREFIRATE TAEY TR (L) B BRA & k.

[0048]  SEZjitifs] 2 : = FE SIS 5%t PCR [EEST

[0049] (1) ¥REFAIGI¥k & tifb

[0050] K@ SHGIMKRIEMM 0. 1uM 45 0.9uM LASF 0. 1w M b, AR EE M 0.025 u M &
0.4 MEARE 0. 025 w M. X5 REREN AN R BE AT T 44 Peise, 4T 2 I E A,
SEULRILG I WA BE R 0. 8w M, PREFIR N 0. 25 1 M S 20 S 14 M AH X 45 1y o

[0051]  (2) BEEFIREEMIALAL

[0052] % Mg™ PRIV AN 1mM %5 5. OmM LARE 0. 5mM 333 , X S [F) Mg™ R 3 42 N B3k
177 oA, ARAR G 1 Mg™ %A 3. OmM

[0053]  (3) TaqDNA &4 H B ALk

[0054]  3ILL 1. 25U.2. 5U.3. 75U Al 5U [ TaqDNA B84l ]+, 347 8 52 R56 , fe &4k
Ja AN 2. 50,

[0055]  (4) FkAI14t %) Roche Light Cycler480 II %46 PCR A MIAY, % 1% Sz 5y v b A%
P R[] A K RIS AR B R ][RI EAT T LA S5, 7 255 75 R8s S PR R0 R Rk P i 4
T, AT S E W T 5k :94°C /3min ;5 B :94°C /15s,54°C /15s,
60°C /30s, 40 MG, 60°C LM I W HE D2

[0056] 2Rk ik e N AL 4> IIARAL , de 2 2 HIPLA S N AR R 21l L3R 2.

[0057] 3R 2 fLfb e AR R4 Ak

[0058]
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[0059]

[0060]
[0061]
[0062]
[0063]
[0064]
[0065]

H o PR (ul)
10xrecreation buffer 2.3
25mM MgCl, 3.0
10 mM dNTP 0.5
EF 5149 (20uMD 1
R IE54 (20uMD 1
BREF (25uMD 0.25
BREF (25uMD 0.25
BREF (25uMD 0.25
FH DNA 10
TagDNA Z A8 (5 U/ul) 0.5
NG 75K A 25l

S 3« 4 i e B R 3 7 1 9 ' PCR RSk 6 A HLA H
— AFIERA R (RAFT -20C)

1) DNA $2 0GR <0 H RAR AR A PR A H] .

2)PCR e R ILZE 3, BF 14. 5 u L ¢ PCR [ VR4 )&t F -
% 3 9% PCR N i 41 %,

iy R (L)
10 Xrecreation buffer 2.5
25mM MgCl, 3.0
10mM dNTP 0.5

Er g4 (200 M) (SEQ 1D NO :1) 1

S 514 (20w M) (SEQ ID NO :2) 1

BE (251 M) (SEQ ID NO :3) 0.25
BREF (251 M) (SEQ ID NO :4) 0.25
BREF (251 M) (SEQ ID NO :5) 0.25
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TCHZEIK 5.75

[0066] 10Xrecreation buffer,25mM MgCl, 4 Promega 23 7] ;10mM dNTP I H =AW
TR CKE) BWRAR, SRR YA T AR TR (Bl BOhA R A F SR
[0067]  3)Taq DNA 2B& 0 50/ L,0. 50 L/ ¥ill, % H Promega AT o

[0068]  4) TCHE MK 1 H KKPHIXZEM, Z&ad Millipore MILLI-Q PF PLUS #lizK{x4li
b, W HLBH 3 = 8. OM Q.. cm [)/K, 151 bf/in2 (1. 034X 10°Pa) & Hs 28V K I 15 434t
[0069]  5) FHMEXS I TCHE ALK .

[0070]  6) PHMHXT I KGR B R

(00711 = AFAI G AN

[0072] (1) HEHUEE S DNA, BIFEAR DNA ;

[0073]  (2) HEATSEW 58N PCR Y, Hedd IR VAR R U

[0074] 3K 4 SEI %O PCR J WAK ZR2H Bl

[0075]

M5y AR (n L)

P PCR Wiyl (£23)  |14.5

TaqDNA 4 (5U/ L) 0.5

FEH DNA 10

[0076]  (3) Heddi N 4&AF -

[0077] %1%} Roche Light Cycler480 II %¢¢ PCR #&MI4%, 26— Bt :94°C /3min ;26 —F
Bt :94°C /15s,54°C /15s,60°C /30s,40 MEFR, 60°C LEAH IR G

[0078]  (4) 45 ¥ H) & « 76 FAM 18 i N 2¢O PCR 9 3 i £ & e 78 1) “S” 74 il 26 HL
Ct < 30. 0, H/Wr &y RGV. STIV. FV3. BIV. TFV. ADIV. EHNV. ECV Fi1 ESV Jj5 &5 P {3 —Ff 4 [
PE, il 2, BARY e B0 — 2D (WL 30 TA s E HEX Gl T8 P 9t PCR 914 il 2 42 i 7
(R «s” 2k H Ct << 30. 0, BT A LMBV. DEV F1 GV6 5 3% 1 35— Ff A B PR, &) 3, HAA %
S B P E EEHE— 20 S BGAfA S 7E CY5 I T P ¢ ) PCR 47 19 il 28 5 g 2B iy «S” 7Y il 28 H.
Ct < 30. 0, AW A SGIV Jpg a5 FHE, an s 4 s JE g «“S” By~ K i 2k 5k Ct > 30. 0 AW A
e B B e BE

[0079]  SKJitAfsl 4 : =5 PCR 1 R BhE L

[0080] K FH SEZjitifs] 3 WA A )7, $eH FV3. BIV, EHNV, ADIV. STIV. LMBV. SGIV 2%k
(RIAZ% 1% DNA, 534 220 5 A7 B¢ DNA, Ct {f B DNA ¢ 50 52 el /b 17 S 6 13 e A%, 4n 18] 5 4y FV3
A% PR 137 T2 Sl ofs AR R I 1) PCR B 388 il 22 P, m ARG D B A R () S ARGV Bl 10 #5600 /w1, 9
25 BIV.EHNV.ADIV F1 STIV ) R B REG 45 R 5 FV3 1 R B e 45 R — 300, ml A I 280 1) £
IR FERI A 107 5 01 /w1 51 6 24 LMBY A% R 153 S8 FEFR RS 5 (1) PCR 97488 i £ I, m A
RRZ IR P B ARVR E Ay 10° $2 00 /w1 5P 7 g SGIV AR 1% 34 S50 1 FRvRE I 1 PCR 37 434 i
2R P, AR B R I B AR B ok 10° 2 U1 /1 1o REG 45 SRR 0, AR IR ()3 50 Sox Tt
B8 B IS WA = ) R A
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[00811  SEjitifsl] 5 : = H5¢ )6 PCR e R4

[0082] R HH LM 3 IR &M T7 5, N T EATRE R 5L 5, SR HIL AR K A B0 B A
028955 8¢ THN, VHS. ISA #XPR RNA, SR J5 [ 5% A cDNA A %' PCR 47 3 IR ASEAR , Aozl
gh LR W, FAM JE 18 X6 FV3 BIVL EHNV, ADIV. STIV 2 REATH 14, Wil 8 by FV3 f4e 51
TRI6 45 P, BIVLEHNVADTV FII STIV kR TR0 45 S 5 FV3 1%y e Mk a6 45 R — 5% sHEX
TWIEAO LBV i B2 EATH 18 (& 9) sCY5 mIE AN SGIV i et ATd 39 (1 10) . RIIA
R B DN ) 5 e T ek s 3 S8 e BE EATRE SR 3G, AR 1) 3 AR BREF TR AT RV, T
BAE AR EEAL IR K A AT SO o
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[0001]
ElEsS

<110> bR N B B0 A 2 Jm) Ay B0 Ay 3 43 A
H L A 56 A 22 AR 22 A
Je s ARl A R B BR A )
120> —7ofr 545 Ji1) ek 53 J8 4 B 9] = 5 SN 98 PCR 5140 PREF R &
<130>
<160> 5

<170> Patentln version 3.3

210> 1
211> 16

<212> DNA

213> ANTARIEX5W

<400> 1

atggtgcara acgtca 16

<210> 2
211> 16

<212> DNA

213> NLEHR L5

<400> 2

gctecaksac sgtgtt 16

<210> 3
all> 23
<212> DNA

213> ANL&RARE
[0002]
10
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<400> 3

cttcecgtegg ctccaattac acc 23

<210> 4
11y 2
<212> DNA
213> NI A BEE

<400> 4

ccaacaacag gagtgacgca agtg 24

210> 5
21l 25
<212> DNA

213> AN & WiRE

<400> 5

ctgtgggttc aaattatacg tgtgt 25

11
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10 L STIV
821" Fv3
9 BIV
56& TFV
100 ADIV
| EHNV
o L] ECV
100 ESV
| LMBV
100 | DFV
29 GV6
SGIV
0.05
1
Amplification Curves
Q87 — FV3
B BIV
- STIV
047 ADIV
3 B EHNV
!228?&
:
188761
§
3
214876
'S
10876
6.876
287%

15 il &

12
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Amplification Curves

B7.059
B .059:
55 055
19058
13058
37,058
31.059

26.05%

Fluarescence (533-580)

19.05%

13.05%

7.05%

1.05%

Cycles

13
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Amplification Curves

23,085
21.085
19.085
17.085
15085
13.085
11.085

9.085

Fluarescanes (618-660)

7.085
50351
3.085

1.085-

Cycles

14
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Amplification Curves

39,554

36.054] -0’

325541
: 06

29.054;

25 554/ H 07

22054

104
18.554- 10

Fluorescence {465-510)

15.054-
15541 —103
8.054-: —1102
4.554;

1.054]

5 10 15 20 25 0 5 40
Cycles

S

15
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Amplification Curves

56.272-
51.272- <1 106
46.272-

41.272 —10°

1 04

[ (8] (5]
H = D
[N] ra ra
~1 -~ -~
MM W

21.272 103

Fluorescence (533-580)

16.2721 :
; —10-
11.272-
6.272-

1272

5 10 15 20 25 0 35 40
Cycles

4| 6

16
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Amplification Curves

23.085;
21.085/ -107
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