BRI oK

1 Mo i 2 e B TR, HU AT, & PYR, 47 28dr &y A ik Bk
( Saccharomycescerevisiae) , T 2019 4F 6 F 14 H R T FH RGP bE AR BRZE D125 10
WAL, PRm5 79 CGMCCNo.17930;
FIT AR S I Sz e i TR A BT 7, AL PR
B SRR LR TR bR BY 4742 FUZEN A ITP 1Y PDR1, YAPT, RPN4 JEN, JF1T)Z
[ 5
ABR 2 1l Spel A1 Sacll FRAHPEN DB H2H Uk pUG6—TEF1p—CYC1t A TRV, 155
LA pUG6-TEF1p—CYC1 B, AT [HIIN 185t Spel A1 SacIl BRI PN Uit
YAP1 Bl TR DIDA S 0 I
ABE 3 K TADNA 58, RSN pUG6—TEF1p—CYC1t T B AUEDIIN YAPT B
AT R AR S E AR IME I T ok, R R RIS I DHS o B2 A4H1, 757 100mg/L
SNSRI LB B Pkl & E A TR pUG6—TEF1p—YAP1-CYC1t [P %1
R DI pUG6—TEF1p—CYClt J7 B PDR1, RPN4 FrBAZ M ikttt Jy 2. 6~2: 8
WReha, 2 BHAC KGR DH5 o S SH AN F LA T ToR, 757 100me/L &%
RN LB A R CE A E 4y 0 Bk gk A JE 4 B RD pUG6—TEF1p—PDR1-CYClt 5
pUG6—TEF1p—RPN4-CYCI1t AV FEE 5 pUG6—TEF1p—PDR1-CYC1t J] Psil HLHgLILA
JE 5| B TEE , pUG6—TEF1p—YAP1-CYClt H] BamHI FAlF DIV N % 7E 51904 Y
AT, pUG6—TEF1p—RPN4—-CYC1t A Psil HRFLIVA N %0 51 i 7%
LY 4. ¥ Psil BEDIZRIMEALIY pUG6—TEF1p—PDR1-CY Cle il i R 2 75 At H K B
Bk YB-A—6-1 Qe ki, 75547 200w g/mLG418 IHTIE YPD ~PAR PRz S PR ARV Bk R
VEUHT PCR %€, FRYERPRar £00 P TRk,
FIrdk &R TRPR YB-A—6-1, 43 J5am &4 IR BE(Saccharomycescerevisiae); T 2019 4F 6 H 14
I PRl FR IRl A T A Ol P DA s oLy, ek 5 9 CGMCCNo0.17929;
AP 5. i EcoRV BEY) e A AUA pRS42H FFIE TR, VAl pRS42H BRIy
6217bp 5 J X &k G ¥ W 5] ¥ 4 B ¥ B pUG6-TEF1p—-YAP1-CYClt 5

@:

\Fr

o

pUG6—TEF1p—RPN4—-CYClt 4 FTkL F I TEF1p—YAP1-CYClt Al TEF1p—RPN4—-CYClt
ARGk E, TR

%6 LML pRS42H Fr Y TEFIp—YAP1-CYClte @ ik &, 3% TR N 21 6~2:
8 IR AT A KT DH5 o 4Rl , 4PN B AR I EE 41 0k, 752 100me/L (5 F H 5 2= 11 LB
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AR T Phade B 2 TR 4H BTk pRS42H-TEF1p—YAP1-CYC1t [IPHMETI% -, EcoRV HifiiH]
VA S E 53T PCR P E 5
IR 7. B EcoRV ML) pRS42H-TEF1p—YAP1-CYClt 5 TEFIp—RPN4—-CYClt 1 £
B, MR TR 20 6~2: 8 IR EHAL KR DH5 o 400, AN FEag i 4 5k
f£ & 100mg/L )& % & & F 1 LB [A 4K SF R B Bk sk S E 4R Ok
pRS42H—TEF1p—YAP1-CYC1t—TEF1p—RPN4—CYC1t [IFHME % T, EcoRV i) % DA
NEEE 513 T PCR P % E 5
LIRS BT HERIR pRS42H-TEF1p—YAP1—-CYC1t—TEF1p—RPN4—CYC1t F1 4] ks
AR P IAMRAIOI R, #5755 300 w g/mL 155 RO DTIE AR PR BHTE TR PYR, JT%EE
5195347 PCR ¥ 3%, #iE AR TRE PYR 25 &A 3 Mtk iy, SRR
FEEEN PDR1, YAP1, RPN4 A1 #5E5 PYR R#IbkK;
P R bk YB—A—6—1, 43 2a5 2 NBRIAEFEE ( Saccharomycescerevisiae) 5 71 2019 4F 6 J]
14 PR T HH A Y R R ORE PR Bl sl = bl kS CGMCCNo.17929,
2. ARPEACRIEOR 1 R s: TR, FURFIEAE T, P88 1 Fh) PDR LRI 18 5
P2k ScPDRI_F # ScPDRI_R, HAZHRT 441 SEQIDNO.1 F1 2 firos; RPN4 FEPR 4 1Y
51%0°h SCRPN4_F Fll SCRPN4_R., HAZTHL T4 41 SEQIDNO.3 Fll 4 flf7; YAP1 JLH 1Y
HA51¥07k ScYAP1_F 1 ScYAP1_R, HAZHTR 4141 SEQIDNO.5 1 6 T,
30 MUEAUR 2R 1 Frad e B TR W, HARREAE T, Frd g8 3 di iy
pUG6—TEF1p—PDR1-CYC1t [J%E 51478 iTEF1p—PDR1_F Al iTEF1p—PDR1_R, HAZH
i@ ¥ % @1 SEQIDNO.11 1 12 Jif 7k ; pUG6-TEF1p—YAP1-CYClt [ % & 51 ¥ K
iTEF1p—YAP1_F #l1 iTEF1p—YAP1_R , H ¥ R & 4 41 SEQIDNO.13 1 14 T 7x ;
pUG6—TEF1p—RPN4—-CYClt % E 51975 iTEF1p—RPN4_F M iTEF1p—RPN4_R, HAZHF
FR 5140 SEQIDNO.15 Fl 16 firr.
4. MAEBCR ZER 1 Fr A TRE®W, HRMEA T, T2 8 5 i
pUG6—TEF1p—YAP1-CYC1lt ZA G 15190 hcYAP1_F fl heYAP1_R, HAZHRF5U0
SEQIDNO.7 F1 8 fIf /< ; pUG6—TEF1p—RPN4—-CYClt £ ik &9 #751%l) hcRPN4_F Fll
hcRPN4_R, HAZHRF 41 SEQIDNO.9 1 10 fr7i,
5. MAEAURIZOR 1 Frk i aE TR, HRRAEAE T, TR 2B 3R o vh i 55 41 Joks
pRS42H-TEF1p—~YAP1-CYC1t 1) [l 1% 3¢ (& F [ % & 5| ¥ & iTEF1Ip—YAPI_F A
2
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iTEF1p—YAP1_R, HAZHRF541 SEQIDNO.13 1 14 K.

6. MBI ZR 1 Prf B b TR, R EAE T, Prk B8R 7 iS5 i 4 boks
pRS42H—TEF1p—YAP1-CYC1t—TEF1p—RPN4—CYCle [ B 70 & T 1 XL & 51 ¥ K
iTEF1p—YAP1_F A iTEF1p—YAP1_R . iTEF1p—RPN4_F M iTEF1p—RPN4_R, HiZHRF
F1 41 SEQIDNO.13—16 fT7Ro

7. MUAREAUHIZOR 1 Bk (B TR, R OEAE T, i B 8 i e 51
iTEF1p—PDR1_F Fl iTEFlp—PDRI_R . iTEFlp—YAPI_F Fl iTEFlp—YAPI_R
iTEF1p—RPN4_F FlliTEF1p—RPN4_R, HAZFRF 5141 SEQIDNO.13—18 Fi7R.

8. AURIZER 1~7 AF— T30 fradk (PRI S5 HR ) Py it Sz 1 B TR PRI i) 25 28— ARAE IR B A
MIANRGTEAEZ2 KR ORI & AR R S HR I R
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